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Progressin research on the use of RNAI delivery
systemsin pest control
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Abstract RNAI is triggered by dsRNA and causes an efficient and specific cleavage of the target gene. Because of its high
efficiency, specificity and convenience, RNAI is widely used in gene function studies, high throughput screening of target
genes, gene therapy, drug target prediction and agricultural pest control. RNAI can offer unprecedented levels of control, but
an appropriate approach, giving due consideration to potential barriers to RNAI efficiency, safety and the intended purpose of
the knockdown, is fundamental to its successful deployment. We review and compare the efficiency of recent innovations in
RNAI delivery, including the different delivery systems used in agricultural pest and vector pest control. We discuss future
applications of RNA1 delivery systems in pest control in order to promote advances in entomological research based on better
RNAI technologies.
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RNA T4 ( RNA interference, RNAi) J&4§ 1998 ). Hi T RNAi iR KU EA &8 .

i R G ZMRXEE RNA ( Double-stranded RNA,
dsRNA ) 5% 1) mRNA FfE, SECRSIERLAG
PR R IR . & FAEF5 W BR AT 2 il
Caenorhabditis elegans "W B, il i A par-1
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FES LSRR S, RNALRR T 20
FHT3F RUFIA o R A BOR & R AEY)
P, T EA R NS W B AR A, e
P, B HEHURSE (Oerke, 2006 ), L
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Al A= 25 ZR G0 B R DL S S 0 L A 52 )

( Lambrechts and Scott, 2009 ). K, A
R A R B R S HRTY 5 2 & T
FET RNAIL #9535 B IGH AR B —Fh AT fE ( Price
and Gatehouse, 2008 ),

RNAi @ TS ERAEREE . ik, &=
BE | T INASCIE R B SRR AR, R B
A, RECE HIABEE N A IR ESE T R
BEASIARIEN dsRNA 18P v B gmlie, #5450
PR3k RIARA T i, WIDTBRAE 538 o i i sl 2
AT, PEAMERFALHETT RNAI ( Walski
etal., 2017 ), I, RNAI ZCRE ALY k2
L3 I 96K £ R i 3 e A T T 1 R A 2
Uiy pH MIBE T o AXTR BTG PR FIR o pH #1543 35
BN RNA (XUE RNA (dsRNA ), %% 3¢ RNA
( ShRNA ) Fl%5 T4 RNA (siRNA)) [REf#FI
i (Katoch and Thakur, 2012; Singh et al.,
2017; Peng et al., 2018 ), BEAEK UL, UM RNA

IO 24 ¢ S TR AN, Bl 2 i 2 AR B A T
AR (S e S BRI S N 1 e 4 1 )
g BT Y A 1EERY siRNAs ( Yoon et al.,
2017 ), ELEFHNREMIE, — RIIIGHH oY 1Y
FEHRNAI HILAR G TPHCF ( Whangbo and
Hunter, 2008 ), I\ 3 T MR , REPE RNAI
] RE S EEBGERAL, WA AT F B B
Biiifi o

TRIE RNAI B FR G0 A 1 PR 325800
RNA (3 A 5 FIRN RNA LU R 204744 2
g, AN RNA # Wk AN S A piE . I
W RS REMBEDRN G, &% RNA i
ARG A TG A (L8 B N T A )
BN RNA G SR 7™ A= 500, RNA L 21 TR
WA RN, RNA 45 ) 3 B K 3R B Il R 458
PEA (L5 RNA Wit . 3205 ) &E T
S (L) TAPIIR & BUSN RNA J#H &
AR, (B R ReAE B AR AR b BRON;
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RNA A[FHEA R 1) RNAL 082 57 18
F . ITAER, A% RNAI 76 B BUL R Zh RERT 5T A
IR P AN 25 A F A TR I RNAG AL
RIWHEZE ., PN F0EFRPIE . dsRNA 5
BT VL T RN AG 7858 HUB 6 A7 £ 1Y) [n) % i e
N (R THEE, 20165 RMEEIFIBA), 2016;
SRS, 20185 WIS, 2019; IS, 2019;
RS, 2019 ), ALK L RNAI 13816 R 50
) 2 B ALLEAE T4, IFRHX LS RNAT 224
RETIHCRIET i, T R T R U iE
PEFY AR AT RNAT #1% R4 dsRNA
AR, 5 Xt RNAT % R G015 I
LA PR IR AT T 2R e,

1 RNAiI FHLEI =

RNAi J&— bRy i BE TR E AR, i
i siRNA /- FHFR RNA JP8 R R, HAE
Y. S AEE Tz A, BETE ) iz 0
HF B 3 ) g i OB B 5T
( Carthew and Sontheimer, 2009; Tsai et al.,
2015; Zotti and Smagghe, 2015; LEHE M),
2016; Zotti et al., 2018; #A/L4%E, 2019; 4
WA, 2019; Yaneral., 2021 ). RNAi 43 H 40
H 327 ( Cell-autonomous ) I AE 40 F 3= 7Y ( Non
cell-autonomous ) P2, HAZIfE H 3% RNAI
FE R A AEFE AR AR P, FR 2 P R A T
dsRNA 5(# 5 AL A SMNE dsRNA JIF A 1
SRV AN [ 27 RNAG 5 R 400 RNAI
( Systemic RNAi ) AHI ¥ & % RNAi
( Environmental RNAi ), J&48 dsRNA fitt & 1Y
RNAi 7] DUGE 46 7 53 A% 1 22 H: Al 48 it sl 4 28
(Kunte ef al., 2019; Whitten, 2019; Yan et al.,
2021 ), EHUEITMEE dsRNA 345 RNAL 800,
PR dsRNA 7EiE A R84 [5] B A BE & A R
ik, kI dsRNA i3 M A4 P B0 15 T iz
gt AP mAE . THIBANN A dsSRNA 231 h
AE N 32 S AL 27 2o i A M a2 A AR et o
Hizky 2 HEHL P RS RNAL (Kunte
etal., 2019 ), 4L 3 F8 RNAI KAESFEIT
T 5, dsRNA #iA% R N VI RNase I11( Dicer i )

YIHEI B 21-25 bp <1 siRNA, siRNA 7E /il [ RNA
it ERE VR R e, HR SUBERRE G 5] RNA
VIR E 5% (RNA-induced silencing complex,
RISC) I, JFhpmrEgs S PR {5 RNA
( mRNA ), RICS 7E %56 57 U %1 #E b5 5 K]
mRNA, 53 mRNA [#f#% ( Zamore et al., 2000;
Preall and Sontheimer, 2005; Marques et al.,
2010 ), FE4IAL A £ RNAL WG TUERE 5 M —
AL 3 A — AL I R R, XA RNAI
HAFe T 24y . JE40H0 A 381 RNAI 42
FEVUABY B : BSEE dsSRNA RO SRS, 2%
FaUUEME S AL AN, &5 Hry 5K gt
LA F 3R RNAL DR, i TARAR ) =AY
RNAi F7 U E S G R AL, FIHFRE
—ETURE T AL B L o H b A 4% 5 R i 1
R A AR & ALH] ( Wynant e al., 2014a;
Cappelle et al., 2016a ). ARIYIFA-F 774 RNAI
FAE A5 RNA & AR, B IRSETCEHESD
Pyaei # (] dsSRNA SRSEH RNAL & . i T
HE dsRNA 25| & L3Py i e et , o 1
EPisi 0 (Saleh et al., 2006; Bolognesi
etal., 2012), NI, MHFLSIPAETEM ] siRNA |
shRNA F155 8 2 4 2 75 siRNA 355 RNAT R .

2 IRENT S RNAI BX RS

R AY RNAI 3% RGN RNA i
A S EZE R, i b R A i R i AR
WAL IE ) dsRNA: 85 B E 2 A
PR BEMNEEE, ZEEEEmmkeE (E 1),
IR dsRNA FEALFR AL RUTBR A RNAI 5T
HHEARECAUPTEZ MR EEEFER (F1),
HoP AR IEA chitin synthase . a-tubulin F
Vacuolar-type H -ATPase “5¥ BN AT EFH
B, MR RS S R AgET . BT, RE
MF 1 RNAL ROV 7EA 7] B L E) 22 R AR K
dsRNA 718 73 B0 A% R Bl 5 A ] g 2 5
B G Y € < N = R N [N S W SN SO N = = i
A RERZ IR RNAL RC%, anon ., 4 orn sl LB Be
HRN B dsRNA PYBETE AT pH ATREAS IR, X
PO IR WE Drosophila suzukii i B A4y HLUiE IR
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F1 RENSH RNAI BERGEEEFEIIEER R HHIE A
Tablel Theapplication of ingestion mediated RNAI delivery system in gene function study
_ N I
Rt LA A RO
Developmental 2% 3CHik References
Insect Targeted genes Effects
stage

PG 7 E R AR Vacuolar ATPase (subunits A, 1.Cs, 4 1.82 ng/cm’ 4y Baum et al., 2007
Diabrotica virgifera D, E)

a-tubulin LCso M 5.2 ng/em®

V-ATPase subunit C LCso % 9.0 F1 9.8 ng/em?  &hHt A Lietal., 2018
7T B R R Vacuolar ATPase (subunits A, FET-HHEIN T 40%-50%  4hH Baum et al., 2007
Diabrotica E), p-tubulin
undecimpuctata
howardii
D Ll Vacuolar ATPase (subunits A, JET-22 535 100% AL Baum et al., 2007
Leptinotarsa E)
decemlineata
Wi KB inhibitor of apoptosis (IAP)  FET-2 {53k 65% 4y sURT B Caoetal., 2018
Acyrthosiphon pisum  Symbjosis-related genes amiD, 3ET-3}3 9% LK Mao and Zeng, 2012

ldcAl

ATPase subunit E B R IAET 2 Chung et al., 2018
Bk Spodoptera Aminopeptidase N e S T 2 Rajagopal et al.,
litura 2002
s Acetylcholinesterase gene FET- N0 60%, A3 4 #5340 H Kumar et al., 2009

Helicoverpa armigera

YA B\ Bemisia tabaci

(AChE)

Actin ortholog

ADT/ATP translocase
o-tubulin Ribosomal protein
Vacuolar-ATPase subunit A
P450CYP6CM1
P450CYP6CM1

Glutathione S-transferase

il 81%

FET-HN 18%
FET-HN 15%

FETZHH 34%
TN 37%

ST 70%

B AU B R AE ToA
86%

Q BUAA BB HUFE T4
586%

Heat shock protein 70 (hsp70) FET-% 5k 77%

Vitellogenin receptor
Glutathione S-transferase

Hydroxyacidoxacid
Transhydrogenase

TR IR 80%
TR IR 63%

gh A WEHIESET - R A
100%

Acetylcholine receptor subunit JT-3% K 20%

o
Alpha glucosidase 1

Aquaporin 1
Heat shock protein 70

Trehalase 1 Trehalose
transporter 1

Toll-like receptor

FET-HH 45%
FET-HH 84%
TN 92%
TN 35%

BET-%N 70%, LCso AR
T 71%

Joia:zd

Shim et al., 2015;
Upadhyay et al.,
2016; Yangetal.,
2016, 2017; Grover
etal., 2019
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% 1 ( Table 1 continued )

Rk AR B oladike
X 57 TRk Ref
Insect Targeted genes Effects Developmental 2% 3Cilik References
stage
IS CENEL Conserved region of five FET R E 1k 27% A Wu et al., 2019
Coptotermes endonglucanase
formosanus genes: CfEGla, CfEG1b,
CEG2, CfEG3,
CfEG4 (EG: endoglucanase)
PEI7 A Transformer-2 TUBRACR N 70% SR Niu et al., 2018
Metaseiulus
RpL11, RpS2, RpL8 0
occidentalis PLIL, o<, KPLO, DU 15 89%

(Ribosomal Protein) Pros26.4

Clathrin heavy-chain gene

BTB (Bric-a-brac, tramtrack,
and Broad Complex) genes

DUERRR T 90%
DUERBCR I8 95%

MV ORI Glutathione S-transferase 3ERAHIET- RN 54% 3 id4hH Zhang et al., 2018a

Ostrinia furnacalis

MWAGA B Diaphorina Sucrose hydrolase FET-HE L 75% 2 Santos-Ortega and

citri Killiny, 2018
Glutathione S-transferase WE 1 RN FH B3GR AL FEE  p e Yu and Killiny, 2018

TR T 45%

ARIT R a-tubulin, B-tubulin FETH N 40% 4 {4 hy Wang et al., 2018b

Mythimna separata

22 S Spermatogenesis genes tsskl, JEREUEIE/D T 78% AR Cruz et al., 2018

Bactrocera tryoni topi, trxt

IRPIA U Tribolium  ATPase subunit E, Inhibitor of FET-% 2555 100% 4 Cao et al., 2018
castaneum apoptosis (IAP)
/NHRIR Plutella Tyrosine hydroxylase BT ik 90% % iy Ellango et al., 2018
xylostella
AR Halyomorpha AP, Multivesicular body FET-% % 70% 2 Mogilicherla f al.,
halys protein SNF7, PPl 2018

G Protein Coupled Receptor — BET-% K 50%

ATPase FETTHH 10%
WM Amrasca— Snf7 BFET AN 48% Fith Singh et al., 2018
biguttula

¢ AQP BET-HH 27.3%
VATPase BET-H N 20%
arp PET-%H 16.7%

Vacuolar-sorting protein SNF7. Vacuolar H[+]
ATPase 26 kD E subunit. Ribosomal protein S13
F1 alpha-coatomer 3E[F dsRNA, il HL RNAi JJLER
RO FNFE T FAR BT 2 B ik ( Taning er al.,

2016 ), WfH Myzus persicae Wt voltage-gated
sodium channels &M dsRNA J5, TE 1 #8501 2
I AU BRI L RNAL SO0 B ( Tarig
et al., 2019), T B HpEIEMEH AR,

RNAI THRSCRERSH H &Ik 100%, 07883
H i A% 50%. Shukla %5 (2016 ) & Bl dsSRNA
T G0 L LA A B o8 e 1 % W 2 v T
HEH, Guan %5 (2018 ) 7EWV I L KUE Osturina
Surnaculis W& —UAE LA B H B HURE S
%ﬁﬂ@%&ﬁﬁ“ﬁ@ dsRNA [#ZREGHF REase,
A RE R T EEH HF U RNAL RORBAR A
. o XTES W H RS ¥ Tribolium castaneum F14
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WHB G KAEY Acyrthosiphon pisum W AH[H]
KJE V-type ATPase subunit E ( VTE ) Fl inhibitor
of apoptosis (IAP) K:[H dsRNA J5, ZRfUAEE
FETZ% K 100%, 138 A8 W A0 T 3 1k ]
65% (Cao et al., 2018 ), P2 KAELFJE T HIN
KAFRA, Hif TH/OBER, S8 RNAI L
TR B, WERAREK dsRNA Z 5+
F siRNA 00731 HEJ5 2 5 1) RNAG R o 4
X 32 I R 48 U Helicoverpa zea F1HH BF 7% 1
Heliothis T W 4 K pheromone
biosynthesis activating neuropeptide ( PBAN ) %
dsRNA J5, 22 fld duglh i A K AER H AL
T2RN 75%Lh Lo MPE PBAN J£[ siRNA J&
IRl E B BE TS R Al 55% ( Choi and
VanderMeer, 2019 ). EJLAEK, BHfF T/EEC
TEZ2 i i 3 o o o R AR S R dsRNA A
T4 RNAL SV . AV Sarcoptes scabiei Fil
&= 22§ Dermatophagoides pteronyssinus W &
dsRNA /N AR BE PR e iAo H0 00 35 R O,
I A 38 WL B DO AR IC B dsRNA - ( Marr
etal., 2015; Fernando et al., 2017 ), JHifiE =&
Ctenocephalides felis J&=FEZE AR IR B, Hfg &
AR, SRR I LA A o A AT
Foe e H R — YIRS RNAT LS, i it
FEC R ROESS . REFIRI 3 k% dsRNA J7
ARE, MBSO ERER T sigma KK
GST Hia LA R AR Mk 96% ( Edwards
etal., 2018), BIREEFNIGIX T FARBIRN
dsRNA el , (H i i o A7) &
/N, Bk B B dsRNA 41538 69 ng( Edwards
etal., 2018 ), Ji4b, THiE EAFAENEZIR
MR dsSRNA BYTEDL . NPTl 22 i A Ay
T3 RNAL SCH R K AT dsRNA ()R
BRYATT T LA XA i R 2 2 R L

M AT MR A U SE AR AL dsSRNA HY
S EE DAY AT DI S 42 RNAL 00, AT
BATE B R E B E . Sk A iR 2 Fh
B H | H e H % Zhang 55 (2015a)
I B 48 B AR R AR Y i 2 B8 P il
B-actin FEH dsRNA, H HUBCES i i R E 4 S

virescens

R GBI RIET:, RYISAR RN AR F
dsRNA #] LI i RE A4 F RNAT RO AH AL
i, FEMHF SR FRIE acetylcholinesterase 3
dsRNA, Hi4H Helicoverpa armigera %)) L HX
BIGSET-Fi5F] 70% ( Zhang et al., 2017 ), il
T ¥ #4k ( Nuclear transformation ) JF & F ik
dsRNA (455 5L A Y AT L7 2 RNAT R0, 40
A K G 33k 18S ribosomal RNA F#EK dsRNA
T8 35% MR B2 & 0 H Leguminivora
glycinivorella FE1-, HFEMR T X K0 F
( Wang et al., 2018a), Zfith, #FE1LEAKER
iX Ras opposite ( Rop ). DNA-directed RNA
polymerase II subunit ( Rpll140 ). chromatin
regulator ( Dre4 ) Fl Pre-mRNA-splicing factor
(nem) =P dsRNA T 60%-80%11) £ K AR
¥ Diabrotica virgifera virgifera FIIH =¢85 & H
Meligethes aeneus St T- ( Knorr et al., 2018 ), X
HRRGM WY Phenacoccus solenopsis W FRIAFR
B2 WEAL 3 2R L ] Bursicon Fl R 1 = W IR [
V-ATPase JEPH dsRNA Y RERIH R, SHUIRSR
AR FE T B L R A ( Khan er al.,
2018 ). Yoon 5§ (2018 ) y # T ® ik
Methoprene-tolerant 3&[H dsRNA Y55 FEDR R
M ) B Tetranychus urticae %) AL
T3RIE 35%-56%22[0] . Deng %% (2018 ) Xf b4
B A R A R R AR chico HEIA
dsRNA B DR F I 5, 0 T A SRR AL
PR, B R AE R LA F 2. Sun 5%
(2019 ) E/NEHRIKFERKEY Sitobion avenae
HAL W S IE N zine finger protein ( ZFP )
dsRNA, Z RKATEFHUEE R IK ZFP-dsRNA /N4
o, RBCLL TN ] AE | W TS A
FHAE S W E AL, H RNAL Uy Al UL E T
— R PRS0 RNAI 3 26 R G003 A
B 25 2o K — B i), H RNA &% 32 £
BRIREE . Wi pH A1 dsSRNA RN 5T B
S, HETRE KO dsRNA & RNAI &0 .
PRI, 8 RIS AR 72 0 FH 4R b i S 5 R g
R 7 I S AT BEAT SR AN B A A A £ - (H
SRR IRVE RNAG AR ZR /50 B5CR 5 Re A 45 L 7E
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AR AR B A T RN B BB I U AT
AT E i, [ ATy S R R AT B A R
SR BT AR AR R

3 REBENFH RNAI BIXRS

R BE FEAAFEFIE A TSR,
RICBBENFH RNAL BB RGP RNA
AR FEER LA (B 1), BT SEE
LI BT RGN, (AR E S B ARER L
IR H T (s 2R L, PR S Al
FHF W) B BBy i, (] 5050 % i 3 A
P . I FE S T dsRNA ik RGE T %
JE Y Z2 B Rl ] TR M B R 6 R AR
FEPR a3 S T RNAL 4 — /U2 HT
W Henosepilachna vigintioctopunctata I A
FIEH vestigial F1 scalloped , FELALHLH BE KA T
Bef 2R (Ohde et al., 2009 ). XJE=ER ik
Spodoptera exigua 5 1ML FK 8 Z 0% A~
SR AR | AEFE R B AR SRR A DG
HTEEE 1 hexamerinl Hl hexamerinl LN
dsRNA, SEHIET R E EH S (Tang et al.,
2010 ), [MIMEH Y Lygus lineolaris W R HUFIAT
A S AN TR ZE R inhibitor of apoptosis
dsRNA, & B R A B A 2% 4 ( Walker
and Allen, 2011 ), 7EZMZ&BEH Phyllotreta
striolata AW W S R Z AR HE K PsOrl
dsRNA J&, BTG 0 5 375 790 s 8K o 550 %) ol
PR, XA AR IR A e R BB AS ( Zhao
et al., 2011 ), EHR B HARK KT A1 E
SEFNEEAEN, KRB R AR FE
A ST . Pan 48 (2018 ) X4 KE\ Nilaparvata
Iugens 151 R B A EE A dsRNA, LI 32 Fhk
KA ER UGS CERIE G K& A
R PBRmREAL . A AR AT,
SRR GBI T RNAL SRIE B iA FE CEUAL
T B BT R o AR R EUR e 2L B R M K R
T, B REEWARNIER, 2nlh KERIEES
MERHIEA . Liu %5 (2020 ) @04 REl, H
¥ RE\ Sogatella furcifera F1JK K&\ Laodelphax
striatellus 3 W75 HF S Ubx 3&[8 dsRNA, EM

T3 R RE K BRI REZ Ubx H: A
P, IR R 7 A 3278 TR A S RIS 1) G
SHEVR S 2 o X 0 o v S BEE A DG KL dsRNA
1) LB IR R B AE R C O RS BN H . TR
R M Cimex lectularius M 5% B 0P #5254 R
vitellogenin FER 335, W EFERME R 0P &, 0
S ES, N8 R R B 3 K T 30 &R ik
( Moriyama et al., 2016 ), X4 HUR B 21 4
%% Rhodnius prolixus W R EYS RpATG6 FEH
dsRNA, WIRIRE &R A4, FEONEHRATE
I 9bk T A HERR, BR R AT 1R F ( Vieira et al.
2018 ). FFRZE MR Musca domestica Wi i UM
H ribosomal protein S6 F&[H, SFEUME U5 ) B
TR (Vieira et al., 2018 ). TELL FJLFRRGEE
F L RNAL T, dsRNA {FEHEM 5 pg
7 20 ng A5, A R R Z AT dsRNA 7T
E KR 2.7 ng, FMEZ7/KH dsRNA 1F
S K2R 238 ng.

AR TS, EHRIA A dsRNA B3k
RGNTE 55 1 HAgts v H T35 mpl e, ©
A B BIG 22 Fh Al B ORI L R
& S Drosophila melanogaster # M2 T &4
B-glucuronidase #:F dsRNA FIEHAENIRS
VW R, S SO R A T RN T T 1 T R R AR
50%, HAemiE s aiaz (Whyard
etal., 2009 ), Wang 5§ (2011 ) [P EKER L))
g BE AR B 22 2R R 1 C3 dsRNA, &
B 40%-50% K 4l AL T, ZChRic s RiA
dsRNA BEBERFOIFERENIE S, H 5
cytochrome P450 FEF dsSRNA %I AL BEAH A% A 1l
Diaphorina citri WA, FEULRAIET R
Fim TRHRAL B (Killiny ef al., 2014; Yuet al.,
2017 ). 534b, MRS FH) dSRNA X RS0
AR R AN R RN H TEFRAT
Biia AR, ks 5 AP Aedes aegypti 41 HUR i1
1E dsRNA RS, T3 doublesex 3 R IV
RIS, 97%M R AR HEMER AL, 3% A Mt HL
R s ( Whyard et al., 2015 ), F3 K ff
W4l MR HUTE transformer-2 FEIH dsRNA H, §
BURRAETERLAH 50%, 97.6% 51X 0 i1k
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(Hoang et al., 2016 ), il FH) dsRNA
ik R G O K MY Haemaphysalis
longicornis ZlHL . F5 HUFS HUR 5 B BE3RAS R 40
PE RNAL RN o B A i s HORAAE Hifer]
dsRNA 7KW 12 h )5, SFECH i A= o) &
R, JET R T ( Galay et al., 2016 ),
Zhang %F (2018b ) Z56 ¢ ARICHY dsRNA g
TR G RI W5 T HE B Sk W Rhipicephalus
haemaphysaloides dsRNA WISHLH o ¢G5 45
R dsRNA JERMN AR L. B
HEASRIY B Sk WA Y, B AN R & & B BERIE B Sk
WS AE PO JEF dsRNA FIEEFiiA RNA &A1&
RAWT 17 h, B maRER PO R RIE, %
M EL iy | g 7 B A P R A I AT,
TR FE SRIE B3 Sk W RN AT RCR A e B2 R R R 12 i
I A S, S dsRINA ik BE B A BT A 760 %of
RNAi SR FEA

4 WHEMNTSH RNAIBERS

AP T RNAI #2% REE P50 RNA
HEADT SR AR A (B 1), AT
A L dsRNA FIAEA) 45 23k dsRNA 3% 7% R
g5, FITWCEY$% dsSRNA BAF L. @
W AE YR dsSRNA PHARAEE, PR AT LK EL
B T ARG H 4%, I A Rgs /3% i
PR =

41 WHE

I E 41 LA 38 dsRNA 4 § 77 A4
RNAi &0 & e T3 B, Tian 55 (2009 )
4 NFI B A KGAF# Escherichia coli %3k
R T JREEIE RN AY dsRNA, 4l a5k
dsRNA MBS HAndE 48, S5%4)
HIET-F B E LT, B4 RIER R ImIE . st
9 3% W B 20 L 2E A D e A R U R A
dsRNA, #Eifiiid@ i Sil & AN T AE A2 i
b R A BRI o TR LT A HURT R M SR
YA LTI REFE N heme-binding protein (RHBP ) Fl
catalase(CAT) dsRNA KIGFFH# ## , 5142 RHBP
Il CAT FEA R G RNAL B0, FECE Bt jz

U =0T A2 BH, RT3 T, XK AL
U M B R B G RHBP BE R Ry 5 e e
RNA ( Short hairpin RNA, shRNA ) LAtk
RLIIRE Rhodococcus rhodnii, 53 RHBP 3:[H
o35 = O i 3E FEAIK ( Taracena et al.,
2015 ), Whitten %% ( 2016 ) 7£ P4 f& &
Frankliniella occidentalis A £T 4E MG F4) AR S 21
FREE RNase [IHLFEH dsSRNA #ixILA R RSA,
B R HEHR vitellogenin F alpha-tubulin FEH
dsRNA J5 5 BOAH b & AL 2k, FE T2 KR
60%-70% , I FLIX i 28 Gt M bR 2 B e 8 /K P-4
o AR RNAL RN A AT AR T P40
Fik dsRNA K58, 1 H i HOR 6 A e 218
dsRNA WEEB A 377 4= o (H 2P 7L RNAI
BORA 225, IE RN G L HKE AN T A e AR
$1 dsRNA AP 7B IR R A pH KAk . R 7%
M Mythimna separata %] B 3k Chitinase %
TG B K IAFT IR 5 d I, HAET Y
16% ( Ganbaatar e al., 2017 ), 17575 %6 HECE
FARIE 21 tubulin B dsRNA (35 K K
B 5 d e, S ERHU R Z 2 H. 40%%) 2156
T- (Wang et al., 2018b ), /INEIEFIARES H4) H
M FRIk dsRNA A3 R4 T8 2™ F1 5% i 4) ALY
Wi Bz HAET- 35 50% , 1117 i, £ D) 225400
S A2 7 O RN B Y R fE %2 ( Israni and Rajam,
2017 ). AR R G FHA DE
P, H—J& dsRNA JPAlReTME, HT 29
FoRNH A TR U R R A AR S o W T A TR RE A
LA R A B RS dsRNA, TS S
RNAi 0. PRI, AT IR RNAL 00 i
U ) I L g e Y o o ] D R 2
WA BTG o TEARRIIBESE T, A 25
O3 B AT N AR A0 TR LA AR R S, 5341,
TR A dsRNA B A X AR ( Katoch and
Thakur, 2012), %5 MI7rE§ €5 TG 1 a3k
A F T RNAI S A=A

42 RE

I EE AT LS 30 i 25 dsRNA R EEFR
RO~ A4 RNAI ZW ( Kolliopoulou et al., 2017 ),
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I A AR AR ) QA A | % . SR I
F IR dsRNA MEREFE R, PRI 2k X0 3% £EA4H 1)
975 7 T A1 B0 60k dsSRNA B — RS2 m 47
H AR AR PR B 16 SRS o o R R A ) )5
W) ERTE A b RGtis ki , A RS
AEME175 T H ™ 4 RN A ZLV  Wuriyanghan 1 Falk
(2013 ) XF4HE AL 5% 9% B Tobacco mosaic virus
(TMV) #Ffristfleas, a7 RBFM AR
actin Fl V-ATPase 3:H dsRNA H 41k aE 1A,
AR B Y TMV Fhla, HILF R A &
AR B TR, Khan %5 (2013) 7EMAH
FRAEE T RIAMHAE R Planococcus citri actin .
chitin synthase 1 Fl V-ATPase 3&[H dsRNA H 2
TMV 3, MR B RY: TMV 1R S5
ZH 07 0 R . BRI AR A B R e B A
FEREEE . A0/ EE . MR 55, XX
SO FE AT IR MUE RIBP VI RE R dsRNA, 7]
PIAr&77 5 RNAL 0. Gu 4§ (2011) HIRTE
HE Aedes albopictus W ST B 4HIRAZ IR
2 densovirus ( DNV ) shRNA FEIERS, HEUH
4l UL 5K V-ATPase 3R shRNA FHAZ G
BEAE FIH 70%Ii% 3L Rk i, 800K B 7t
15 o Taning 48 (2018 ) 7E R M P A EE T FH &
55 Flock House virus ( FHV ) siRNA 3% &4t ,
TERPFASNSZ g rh, P SR BE P e ik i Il 35
T, BOEREHE T T FHY AAZH L
TR, BB YL 2 FP L L, Al Taning %(2018)
TF & B FHV /S siRNA 3835 2 40 0] DU A3
KIIRERFFE TR, T2 BT dsRNA HRESZFR
A ARG E doh, 325 RNAL R 75
Hb, IR REA S WA EFE B RNAL J0%,
Cappelle %5 ( 2016b ) & B KR AE %% Bombus
terrestris JYL L0 2 EBRELRG RS Israeli acute
paralysis virus ( APV ) J5 RNAi R4t TAERCETH
5o IR ( Virus-like particles, VLPs) H
A R EEAR [ Y ZE A2, it R B iR 2
R RNA (dsRNA. siRNA Fl shRNA ) 58 F
R TEAARE HBIA I BA =R

43 EE

WL B R Saccharomyces cerevisiae K

P 77 K &40, RNA AT LU FRUE A 31
RNAi i#1% £ 4t . Murphy 25 (2016 ) X BE# S b
) M 2 0 st AL B & W R 3K y-tubulin 23C

(yTub23C) HPH dsRNA WEREEER:, 3003
SRME L)) HUFEIG 8 M SR DR RS B RE ) I
= T M. Mysore 55 (2017 ) 7£ X Fb WP 422 B¢
Anopheles gambiae ¥ & H—F il b: R AR 57
shRNA F 2y d o H5), e P e Rk X] L
A4l R H T FE K suppressor of actin
(Sacl). leukocyte receptor complex member (lrc)
F1 offtrack (otk)3&[H shRNA, % HURE 2805 i i
BRI REREfS 3 N HEAR AR KA W E N, &
A 100%FET- 0 BRETIET AR I 1 R 200 ]
FERE B A AT, R X TP R R TR 1 %
Ha SR 2 B A 4 BB B Ry K AR B s e f — o
FB HHBRTRR TR RNAL 25 AR &G
i 22 1, DX A5 R A b 2 R ISR B BT

44 REHHE

JE T B U R T B A R A Tsaria
fumosorosea FJ##: dsRNA ik R 40 O AE A #) EL
Bemisia tabaci WA3F N, 5L B @R AR
W R B BRI B, R e 5L TLR7,
FECE RIET RGN, B g R Bk B
FEAC, MR EEEPETHS (Chen et al., 2015;
Hu and Wu, 2016 ), F JH] B HUp JFUEC 4 5 RNA
AR H A B A AT DL e R R
WA AL R o H T BUM G RS B = 15 F5E
S, R E BA W BRI 0 R EEE an
Metarhizium brunneum 451 RNAi R Al LR
HTFBiiawe it i ( Alkhaibari et al., 2018 ),

5 MAKRBFNFH RNAIBIEXRS

Kk F ( Nanoparticles, NPs) J&+5 K/
4 1-500 nm AR+, WS THEFREY . KK,
e 5 | R e I N (11 e i AP/ S/ A R = S
FETE . AR AR L TSP RN PR 2 A S Ry
R, AURBHEREAR L HU b R 40 b & R R I 1
s pH X dsRNA WREfE, I HibGEVE 701
AAMEIE dsSRNA BEBEEA2,  DATTT S 0 40 i )
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dsRNA RIS o 44 KK A3 RNAT 1% R
ST DL B L RNAL SR, 4Kk T4
SRRV RNA 3 AN GA I E FvEg 5248 (#
1). 5eBME . Memuik . A bt . ik, &
MR EWY . tkaF A& (Carbon quantum dot,

CQD). MR MEHLZIEALSY (Branched
amphiphilic peptide capsules, BAPC ) FIZ 74l
KR T2 T 2N TR RNAL O (46 2)0 X
X] LA #  4)y UR E 5e R AL 221 dsRNA TR
JLT A MBS A CHSI fit CHS2, $HULT i
R RS, Ay O R R R A I b e ek
(Zhang et al., 2010 ), TEIR KAPBChAIHZEER
B TR AR ZE dsRNA HUAR SNF7
M1 SRC HEH, K3 CQD /& dsRNA FaE fE1E i
AR, fets- T B0 P A DTER RN 2 HL Y BE
T (Das ef al., 2015), TEBRKAFCRIX L 4%
e, FERMEALELAY dSRNA Fl siRNA 200 50 F
SE A AR RN, THRACR R 42 21
i (Zhang et al., 2015b; Ramesh Kumar et al.,

2016 ). FIFH FHES B B A6 28 1 5 1 R A A%
/A% =] /N Blattella germanica W%t dsRNA )
Fefe, TP IRE TR twbulin FER R,

HETT B4 AL TR (Lin er al., 2016 ),

SR ZE R, AR BUAR SAR0N RNA i
K RGEAGEF S BB ( Peritrophic membrane,

PM), BN HZ B —E R . B A
B W SR 2R AR (AL AR, Hohaly B A 2R
Z WX dsRNA 7 11 HLfap A5 R B 4 A HE I+
71, BHMS dsRNA H izt B e, FIHH
BT REWAKRRLT Bl U ) dsRNA AT LA
W5k dsRNA ZF@EB R RS I280F . He 5§
(2013 ) FH & A7 BH B 1% 5 B S G AR Ao A 2%
) dsRNA frlMERIERMEL b, b A ER 1Y
dsRNA e AR 28 BBl i, R A ks
EFAEER siRNA Kk F WNHAE FA
WS W Acyrthosiphon pisum. KXW Aphis
glycines M — X W% Schizaphis graminum P4
B, WIS miE bk e, S 30 pR R Rk
i TR IF R BUAE N SR EE ( Thairu e al.,

2017 ), NI, A FHY RNAL RKA R
WK ECYE Varroa BJ& KRBT H) 2

D5 1] o GKRE BB B = 6 RNAL AT 32 7E B
TR, R B2 B 18 P85 A s a1 i e
WA VF 2050 H B 3 R G 1 SRR
TR chitin synthase B 3&H dsRNA & B4 B
S AT S AL TR 53% , T A Y dsRNA
AEFFET R HAT 16%. 7348, FHETSER b i i Ak
H dsSRNA/R G WK KLF 514, dsRNA i 52
W W I f B[] < 35 30 h ( Christiaens et al.,
2018 ) FEF L A Rk Spodoptera frugiperda &4
1) 35 T 2 WICRH 25 7 2R W 6 T 0 PR TR SR 5 W 1) )
KK T REMS IR I dsSRNA B 57 H gy 4% I i FTRM iy
pH (FEAR, HARESE = 40X dsRNA IER A,
5 E SR AR 2 (Parsons et al., 2018 ).
BAPC 9Kk & A 2 5, FEiE B a5 rh i
FasE, MEHIEN BAPC 40Kk T/ BiP 3L
dsRNA R G5 2w & 0F 58 T2 a) i 2 42 7
(Avilaetal., 2018 ), TFEERERZ, —LEfHE
TAKKL AT 5| R REATR R , i % 20 i 7
P o BRBUARGN KA P JS B G sie S g, 0] d 22
Pl N AR U )T o PR N KRR R TR
|4 i % e eI Py £ e R a1 DI o e o
flio SAERBEL, QKPR ALRELR Y dsRNA |

shRNA il siRNA H 2 A% R B A i pH [EA#
A HE 020 B ) 8 A i AR IR AL RNAL 2K
N o 4R 22BN KA HAG A W e figt A A= W A
FEVERRE S, PR —Fh PR A i YY) 3 B R
it

6 RBE

RNAi FIHAIAREERIE R R G . L —1ho
X NETAEATHEH . AG R ATt . X E
HORFBCHE MY TCRIVE SR, CAE
PRI T REAT 58 T2 )32 I FH 4R Ml B 8 3 1 A
SRR LAY TR ( Kupferschmidt, 2013; Palli,
2014; Saurabh et al., 2014; Nandety et al., 2015;
Sherman et al., 2015; Zotti and Smagghe, 2015;
Andrade and Hunter, 2016; Yan et al., 2021 ),
RNAi AR T Z MM T 0% RNA LUy X
BE AR . AL RNA AR v A E bR
BN RNA e, FRTRE 319 RNAI
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Table2 The application of nanoparticles mediated RNAi delivery system in gene function study
Rk LRI ZES I s 5% ik
Insect Targeted genes Nanoparticle chvery Effects References
approach
TAUA H BiP, Armet PSR S AR SY WE FET-H R 75% Avila et al., 2018
Tribolium Branched amphiphilic
castaneum peptide capsules
BEKAEY  BiP PSEPEE S ARG WE FIEREE Y dsSRNA #LL,  Avilaetal., 2018
Acyrthosiphon Branched amphiphilic 43 5E T B4 B ) e 2
pisum peptide capsules g
[X] Bt P 2 Chitin synthase 1 555 ¥F Chitosan gEy FIHCRN 62.8%, Zhang et al., 2010
Anopheles JLUT B R T 33.8%
bi .. ,
gamolae Chitin synthase 2 723 M Chitosan M THYRR N 40%-60%,  Zhang et al., 2015b
FETZ At G
Cadherinl and — FE5H Chitosan R FHAE A 51%H1 80%, Zhang et al., 2015¢
Cadherin2 Cry11Ba FEHEFAIE 50%F1
42%
W EKEE  Chimase CHT10 [ FA5EPOCHK  IRE e He et al., 2013
Ostrinia i-F Cationic core-shell
furnacalis fluorescent
nanoparticle

—ALIE Chilo
suppressalis

Chitinase-like gene,
CHTI10

Serpin-3

Glyceraldehyde-3-p
hosphate
dehydrogenase gene
Glyceraldehyde-3-p
hosphate
dehydrogenase gene
Glyceraldehyde-3-p
hosphate
dehydrogenase gene

B B AedesSNF7, SRC

aegypti

Semala, sim
DOPAL synthase

Vestigial gene

I4P

ZREFREY
Perylenediimide-cored
cationic dendrimers

TR T REY
Perylenediimide-cored
cationic dendrimers

53 HE Chitosan

fIg Fi{& Liposomes

f T 15 Carbon
quantum dots

5 3B Chitosan
it 1 551,

Carbon quantum dots
i/ — B ARG AR AL T
Amine functionalized
silica nanoparticle

5t 3B Chitosan
5t 3B Chitosan
5% HE Chitosan

SCRME/ 2 FEWETR A
Chitosan-sodium
tripolyphosphate

TS AR
£

REr

A

EOE OB
a4

e
i

TRERRAR, 055 B
BebaIfAET

THRCAREH 51%

TR 43%,
TET-H K 55%
TR 31%,
FET-H K 32%
TR 57%,
TET-H K 70%
T E IR 47%
FET- R 715%

A e

TR K 40%
TR 80%
TR K 30%,
g 0 0 i 3 A IR
FHRER 62%,
T HRTF 60%

Heetal., 2013

Shen et al., 2014

Wang et al., 2019

Wang et al., 2019

Wang et al., 2019

Zhang et al., 2015b;

Dasetal., 2015

Das et al., 2015
Chen et al., 2019
Kumar et al., 2016

Dhandapani et al.,
2019
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#E3 2 ( Table 2 continued )
Rl BRI ZES M 5% ik
Insect Targeted genes Nanoparticle chvery Effects References
approach
fitsencu  Chitin synthase B SR IR FHECT#REZ B dsRNA &b Christiaens ez al.
Spodoptera Guanidine-containing S 16%MIET %, 2018
exigua polymers ém*ﬁ*ﬁ@%%ﬁﬂ@%ﬁ
IS 53%
B TR V-ATPase IR PENCR G R 80% AT T-HIET- 3 Parsons er al., 2018
Spodoptera B2E5Y Bk 40%
frugiperda Guanidinium-functional
ized interpolyelectrolyte
complexes
TE[E /NG a-tubulin JI§IF{& Liposomes IR FETRAE 24%-60%22 [i]  Huang et al., 2018
Blattella
germanica
ESL S V-ATPased, Muscle JIg[fi{& Liposomes A BET-R5r 5 45% A1 Castellanos ef al.,
Euschistus ~ @ctin 42% 2019
heros
ReYiisg syl V-ATPaseE fIg Fii& Liposomes BRUAE TIROR A 56.2%, Whyard e al., 2009
Drosophila B FETHN 65%
melanOSEI puliple genes EEMAORIR W XfDDT WMGUSAERLE Kimeral, 2018
involved in DDT Polyamidoamine
resistance dendrimer nanoparticles
TR0 by Vacuolar fIg Fi{& Liposomes A TR N 42%, Taning et al., 2016
Drosophila ~ HI[+]-ATPase 26kD E N o
suzuki}i? subunit (Vha26) FETA Ty 42%
/NHLE IR Wingless CEHE TRGY WE THREEN 40%, Liuetal., 2014
Agrotis Perylenediimide-cored HEL A K BRI
ypsilon cationic dendrimers
Decapentaplegic gene — W i fHE FREY WE B IR KNREAR 35% Xuetal., 2014
Perylenediimide-cored
cationic dendrimers
V-ATPase ERBAE TREY) Star EHTAIR TR 60%, Lietal., 2019
polycation f IR A
fa/NScig  Epidermal growth  —iIHESFREY RE THRRE T 40%, Guo et al., 2018
Bactrocera  factor receptor Perylenediimide-cored FET-% % 33.3%
dorsalis cationic dendrimers
TG  Epidermal growth i IHEFREY RE THREEN 50%, Guo et al., 2018
Bactrocera  factor receptor Perylenediimide-cored FET-%% 51.7%
correcta cationic dendrimers
Kk Hemocytin SMB TEAY SMH TARMGKN 954%.  Zhengeral.. 2019
Aphis Perylenediimide-cored FhTRESE BE ] Rl 80.5%
glycines cationic dendrimers
Soluble trehalase,  FURFAB TR AW Star SNHAmE THECE K 86.86% 1 Yan et al., 2020
V-ATPaseD, olveation 3 58 879 Yy
V-ATPaseE and chitinp Y " 87%, FELAN
synthase 1 81.67%71 78.5%
Branched SEACHIRIR BN FHRCRN 30%, Thairu e al.. 2017
cham—an?zno acid Perfluocarbon TR
lransaminase nanoparticles
Pt o2 DNA ALK W LR IEA KPR Li-Byarlay et al.,
pis mellifera methyl-transferase 3 perflyocarbon %, SEPUFAREZEH 2013
nanoparticles

1 5
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SENGAON RNA 5 AE BUAR Y e85 5X, 1%
i RIRAERI R, 5 TS, ER iR 2 MRl B2
P ORI I B S e R A S A b AP R R
BEATELT TS, X RNA R A E
FE o (B URAE RO S, BR R B B B
MO TE B BN Z BB, DB
RNAi RN R BT S dsRNA A F 1)
RNAi RV TG, JRFEBE TIRE ST
#B53 dsRNA R, iS00 dsRNA 23l i 32 14
SN TR SR RNAT SUR ( Wynant et al.,
2014a, 2014b). P, 7EMEEAFH RNAL 2L
o HEAR L DR ) e B 2 G E B, I IR
RNAi FZ BRI R i i A BT, 4l
AL H 1% o SR I A 22 2 R 2 1 8 L B AL )
r A e ATk S R i 3 R v R D il R L
TR, e se I R (0 A RE NS T B0 E UL
T=o R RNAI £ AR BT iU S REY R R E 7
FI dsRNA e AFEPIR T, ik 5 d e i
HAVEMI S A2 A 3 AR 51 & RNALHLET, 52
PURS DT S B S LB AR SR A 1 o 3 e B
I FHIRN RNA #3834 R HA B2
P A P2 R 25 (3% RNA TEFRE AR A 5
Rfr, FIRBEREIEA T A =25 5 AR, T LR
SE—FhTCARARTE | G EY) . T4k Bk
31 RNAI 535 RGUREHS PRI A RNA A2
T I AR B RO R, R0 RNA FF
AR T AR, BT IR £ Fhigss B
FH, Yan 55 (2021) WEE T —FRIEHE R
&%) ( Star polycation, SPc) fEA dsRNA 4 1% 3%
&, BERE T dsRNA 5% dABE 6 J1 i
I HE T A BB, 763 B TR S R B T R 1Y
N FH 5% o

JL4E CRISPR/Cas9 Jk i 4 i 437 A PR HOKS M
PE 5 PE A RE 2 BT KRR T AR AR
M, AR HV A RSN A R it — 25 0l . B
HIF RNAL 9K /2 B a5 A3 s v i i
FEBERNS, BT dsRNA HA &Rk,
J&F RIRAFAE T ABE SR NI, AN aig
mi ¥ bR A= 4 LB o K AR AR . Rk,
RNAi Biia R R4 N & ToEEM:, AU A& 3

K2, NSRS RS, RNAL S EREREA
AT AS/D T 128 ORI = A i 5 P 2 R 4
17 L 5 HO H AR KRB R VR . Pl LA X
FT A R BT & 2T RNAI EYR 2, 11
o MU A X S 7 55 1T A RNAT HAR BT IR
F o FEBE T dsRNA 143 7 ¥UbR 3 i iy &k
%, dsRNA B HReREfAE TR AN, FHit,
PEREAIE RN RNA 3335 5 02 3 dLply 14 v
o RNAI FRL . Lar o, FIHARE . W,
YKL T FRIBUN RNA 3826 RS AES
RNAi ZOR , e ful Frish 1% 07 X 25 5 25 JRIAEE |
H bR AR RNAL RCRINE . Hedn, g0ekk
TR R 500 LA T 5T RNAG TR 2 (9 40 i
AR RNA ZFRFE R, MHTEH B
RNA #FAE BR P 5 R e, SEnT LUR 20
PRI KR A3 13835 R G5 o 1725 1 81 40 i 45
AL BB RNA RERAN B AR dOfE DL fk & i, F
FHI B IR 193 36 28 GEaft ok AR A A ke T 58
Ji PR A R 0 1 S 40 i Be Sz B R
dsRNA 755 RNAi R0 o A1 % 5L PAR ) 2 1A 3
AU AR dsRNA, 3l M A A S8 %
G AT AR B iR AR R R L, R 9K
TURLA 5 1933 2% 22 G0 FUR FH AR 2 100AE 0 3= 1838
i RNA 136 R 402 H AT RNAL 186 RS H i
HAHR = X8 RNAI 32 2500 H A] 3 1l
BB T VIS al AT de Ty 48, Bl e
P 5 7 RO P ) i AT o 8 o o 00 B A 1
HhE

RNAi 138 R SR BT T DRSS AR
F M BEBORIE G B LR, F IS el LR
SRR B R T BB iR LA R A 7E
A SHe S 7 FH Hh i el A S5 RIS RN #E A% A1
RNAi P PE TR TE 1 X Ay 1) B2 i FH 22 RNAG
136 R8T LA v BE R P & R . AR H AT
RNAi HLELA A VF 2w AR B0 2 Ak, (H 2 H
RNAi £ AR BEA B R AE T E R faE ,
TERAE YA i R EA TR v T Ay T B K
AT . G A A P 5L Y 5 A Wi e &
B, AT RNAT VR FHPLIEA R 8 2 1)IAR
DL Iz RNAG A 77 BAS B il — A eless , JF R IE
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